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Abstract Investigation of insect immune mechanisms provides important information 14 

concerning innate immunity, which in many aspects is conserved in animals. This is 15 

one of the reasons why insects serve as model organisms to study virulence 16 

mechanisms of human pathogens. From the evolutionary point of view, we also learn a 17 

lot about host-pathogen interaction and adaptation of organisms to conditions of life. 18 

Additionally, insect-derived antibacterial and antifungal peptides and proteins are 19 

considered for their potential to be applied as alternatives to antibiotics. While 20 

Drosophila melanogaster is used to study the genetic aspect of insect immunity, 21 

Galleria mellonella serves as a good model for biochemical research. Given the size of 22 
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the insect, it is possible to obtain easily hemolymph and other tissues as a source of 23 

many immune-relevant polypeptides. The presented review article summarises our 24 

knowledge concerning Galleria mellonella immunity. The best-characterized immune-25 

related proteins and peptides are recalled and their short characteristic is given. Some 26 

other proteins identified at the mRNA level are also mentioned. The infectious routes 27 

used by Galleria natural pathogens such as Bacillus thuringiensis and Beauveria 28 

bassiana are also described in the context of host-pathogen interaction. Finally, the 29 

plasticity of G. mellonella immune response influenced by abiotic and biotic factors is 30 

described.  31 

 32 
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Introduction 37 

  38 

 According to the Red Queen theory formulated by evolutionary biologist Leigh Van 39 

Valen (Van Valen, 1973), continuous change of a given organism is required for its 40 

sustenance in the changing ecosphere. In the context of host-parasite interaction, this 41 

means that both insects and their pathogens must constantly improve their defence and 42 

virulence mechanisms, respectively, in order to survive. This antagonist co-evolution 43 

also known as "arms race" has led to the emergence of wealth interaction strategies 44 

between the infected host and pathogen (Dawkins et al., 1979). Insects possess 45 

anatomical and physiological barriers that protect them against invasion of 46 

microorganisms. The insect body cover is composed of a single layer of epithelium 47 

(epidermis), which rests on the basal membrane. The epithelium is involved in the 48 

structure of the cuticle, which is impregnated with chitin. This hardened insect body 49 

cover protects against mechanical injury and infection (Moussian, 2010). Similarly, the 50 

insect trachea possesses chitin padding which hardens with age. Additionally, the low 51 

humidity and lack of nutrients inside the trachea create the unfavourable conditions for 52 

colonisation by microorganisms. Insects are prevented against infection via the oral 53 

route by the structure of the gut. The foregut and hindgut have a lining of chitin. 54 

Additionally, the biochemical conditions in the gut, such as pH and digestive enzymes, 55 

are not friendly for development of intruders. Due to the phenomenon of antibiosis and 56 

competition, the intestinal microflora contributes in a significant way to reduction of 57 

the population of microorganisms that enter the gastrointestinal tract with food (Gliński 58 

& Kostro, 2004). When the physiological barriers are broken, insects switch on the 59 

immune response. In contrast to mammals, insects possess only innate defence 60 

mechanisms, relying only on germline-encoded factors in the recognition and infection 61 
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clearance processes. Acquired immune response, which uses somatic gene 62 

rearrangement to develop immunological T- and B-cell and antibody-based immune 63 

memory, is absent in insects (Fearon et al., 1997). The innate immune response 64 

comprises cellular and humoral branches. The former is based on insect blood cells - 65 

hemocytes, which can engulf intruders in the phagocytosis process or capture them in 66 

multicellular structures called nodules or capsules (Lavine & Strand, 2002). The 67 

humoral branch involves the synthesis of defence molecules. Among them, there are 68 

reactive intermediates of oxygen and nitrogen and antimicrobial peptides (AMPs) with 69 

molecular weight between 10 kDa and 4 kDa possessing antibacterial and/or antifungal 70 

properties (Bogdan et al., 2000; Vass & Nappi, 2001; Casanova-Torres et al., 2013). 71 

Some of them can be synthesised by different tissues constitutively, while others may 72 

appear in the hemolymph in response to infection. Most of the defence peptides present 73 

in the insect hemolymph are produced in the fat body. The mode of action of AMPs 74 

involves, in most cases, destabilisation of cellular membranes by creating peptide- or 75 

peptide/ lipid-lined pores in barrel-stave and torroidal models, respectively. They can 76 

also solubilise membranes to form micelles in a carpet-like model. Additionally, 77 

antimicrobial peptides may differently interfere with the potential of cellular 78 

membranes. It is worth pointing out that some defence molecules can get inside the cell 79 

and interfere with physiological processes such as replication, transcription, and 80 

translation. Modes of defence peptide action can be found in the latest review articles 81 

(Nguyen et al., 2011; Scocci et al., 2011; van der Weerden et al., 2013). The main 82 

features of antimicrobial peptides are: (i) selective toxicity, which means that they act 83 

against infecting microorganisms without disturbing the body of the host, (ii) the time 84 

of their action is shorter than the doubling time of infecting microorganism, (iii) the 85 

broad spectrum of activity allows them to act against a group of microorganisms, (iv) 86 
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they do not develop bacterial resistance (after Matsuzaki, 2001). In the best-known 87 

insect model- Drosophila melanogaster, it has been shown that two main pathways, 88 

Toll and Imd, regulate the expression of antimicrobial peptides in response to Gram-89 

positive bacterial/fungal and Gram-negative bacterial infection, respectively. Both of 90 

them lead to activation of a homologue of the NF-B transcription factor, Dif or Relish 91 

(Aggarwal & Silverman, 2008; Hetru & Hoffmann, 2009; Silverman et al., 2009). 92 

Insect humoral response also includes complex enzymatic cascades that regulate 93 

melanisation of hemolymph.  Melanin is synthesised during the hemolymph 94 

coagulation process at the injury site and, in some insects, in a process of nodule and 95 

capsule formation.  96 

 The defence mechanisms used by insects are summarised in Figure 1. Cellular and 97 

humoral branches of an immune response interact with each other to ensure best 98 

protection to insects. Many humoral factors regulate the hemocyte function and vice 99 

versa: hemocytes synthesise and secrete many humoral molecules to the hemolymph, 100 

such as defence peptides and stress proteins (Grizanova et al., 2014). 101 

 Pathogens develop mechanisms that allow them to pass or break insect defence 102 

mechanisms. Among them, there are strategies to force anatomical and physiological 103 

barriers. They secrete various compounds, for example, enzymes digesting host tissues. 104 

Moreover, injured cuticle can constitute a gate of infection for a broader spectrum of 105 

microbes. Intruders try to avoid recognition by insect immune mechanisms. They hide 106 

the immune elicitors (PAMPs- pathogen associated molecular patterns), change the 107 

composition of the cell wall to be more resistant to insect defence molecules, and 108 

colonise places with limited access for hemocytes (Vallet-Gelly et al., 2008). Finally, 109 

they produce and secrete many virulence factors, which can inhibit the expression or 110 

activity of insect defence molecules. Among them, there are proteases, which after 111 
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secretion to insect hemolymph, digest insect hemolymph proteins including 112 

antimicrobial polypeptides. On the other hand, virulence factors secreted by pathogens 113 

can stimulate insect immune response (Altincicek et al., 2007; Griesch et al., 2000).  114 

 115 

Galleria mellonella 116 

  117 

 G. mellonella (Lepidoptera, Pyrilidae) lives in most cases in beehives, inside bee 118 

nests, and feeds with wax and pollen (Fig. 2A). It can be considered a pest causing bee- 119 

or, more seldom, bumblebee- or wasp-galleriosis. Their life cycle is approximately 7–8 120 

weeks: after emergence from the egg, larvae undergo 6 larval stages before reaching the 121 

last instar. This takes ca. 5–6 weeks at 25–28°C. Then prepupae and pupae are formed 122 

and, after additional two weeks, adult moths appear. This bee moth has been a good 123 

model to study insect immune response and virulence factors of many pathogens, 124 

including human pathogens such as Pseudomonas aeruginosa, Enterococcus faecalis, 125 

Staphylococcus aureus, Candida albicans, Fusarium oxysporum, and Aspergillus 126 

fumigatus (Gibreel & Upton, 2013; Gomez-Lopez et al., 2014; Koch et al., 2014; 127 

Munoz-Gomez et al., 2014; Vaz et al., 2015; Maekawa et al., 2015). Their virulence 128 

factors can be studied first on the insect model, which is easier, cheaper, and more 129 

ethically acceptable, before testing on mammalian organisms (Arvanitis et al., 2013; 130 

Cook & McArthur, 2013; Junquirella, 2012). On the other hand, G. mellonella is a good 131 

model to study its interaction with natural insect pathogens like Bacillus thuringiensis, 132 

Beauveria bassiana, which are not pathogenic for healthy humans, and for this reason, 133 

can be used in agriculture for production of bioinsecticides (Ortiz-Urquiza et al., 2015; 134 

Ruiu, 2015). G. mellonella is a cheap and relatively easily culturable model organism. 135 

The larvae are large enough (2 cm long, 250 mg weight before pupation) to be easily 136 
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injected, to obtain hemolymph and hemocytes, and to isolate other organs for further 137 

analysis (Ramarao et al., 2012). Its disadvantage as a model organism is that its genome 138 

is not fully sequenced and there are no methods of creating mutant strains.  139 

 G. mellonella hemocytes can differentiate into four types of hemolymph cells, which 140 

are presented in Figure 2B. The most abundant granulocytes and plasmatocytes with 141 

adherent properties take place in phagocytosis, encapsulation, and nodulation 142 

processes; non-adhesive spherule cells transport cuticle components, and oenocytoids 143 

carry phenoloxidase precursors (Lavine & Strand, 2002; Sass et al., 1994). The 144 

hemolymph of G. mellonella is rich in many proteins synthesised by different tissues: 145 

mainly the fat body and hemocytes. Among them, there are proteins with immune 146 

function. Some of them are constitutively present in the hemolymph, although their 147 

amount may change after immune challenge and some of them may appear there in 148 

response to infection. Although the entire genome of Galleria is unravelled, some 149 

broad range studies concerning transcripts that are regulated by infection have been 150 

performed (Seitz et al., 2003; Vogel et al., 2011). Many homologues of D. 151 

melanogaster immune-related peptides and proteins have been identified in G. 152 

mellonella. For example, sequences putatively encoding Peptydoglycan Recognising 153 

Proteins (PGRPs), Gram-negative binding proteins (GNBPs), and β-1,3-glucan 154 

recognition proteins (β-GRPs) functioning as PRR (pattern recognition receptors) have 155 

been also found in G. mellonella. Transcripts for the members of the Toll and IMD 156 

pathway have also been found as well as other proteins and peptides with defence 157 

function (Vogel et al., 2011). Li et al. (2002) identified components of G. mellonella 158 

hemolymph clotting. 159 

 160 

Galleria mellonella immune-relevant proteins and peptides 161 
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 162 

 There is an increasing number of reports concerning identification of G. mellonella 163 

immune-relevant peptides and proteins. Below I will shortly describe some of them, 164 

whose role in the immune response of the greater wax moth is best known. 165 

 166 

Apolipophorin III (apoLp-III) 167 

 168 

 Apolipophorin III has been indentified in G. mellonella both at the gene and protein 169 

level (Niere et al., 1999, 2001). This 18-kDa protein is an exchangeable component of 170 

the lipophorin complex involving also apolipophorin I and II. The complex is 171 

responsible for lipid transport to flight muscles supplying them with an energy source. 172 

It seems that apoLp-III belongs to the group of so-called moonlighting proteins 173 

(multifunctional proteins, Jeffery, 1999). Apart from transporting lipids to flight 174 

muscles, it is also engaged in many aspects of G. mellonella immunity. It acts in 175 

synergy with other immune-related proteins. Among them, there are proteins 176 

permanently present in the hemolymph and these secreted in response to infection. 177 

Among them, there is the lysozyme mentioned below (Halwani & Dunphy, 1999). Its 178 

muramidase activity has been shown to increase in the presence of apoLp-III 179 

(Zdybicka-Barabas et al., 2013). Furthermore, it stimulates the activity of antimicrobial 180 

peptides (Park et al., 2005a). There are also reports that apoLp-III itself possesses 181 

defence activity and regulates prophenolooxidase activity (Zdybicka-Barabas & 182 

Cytryńska, 2011; Zdybicka-Barabas et al., 2014). Moreover, apoLp-III is also 183 

considered as a PRR (pattern recognition receptor). It binds to the bacterial cell wall 184 

components, such as lipopolysaccharide (LPS) of Gram-negative bacteria, lipoteichoic 185 

acids of Gram-positive bacteria, and fungal β-1,3-glucan. This feature implies its 186 
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participation in opsonisation and detoxification of non-self-components (Halwani et al., 187 

2000; Whitten et al., 2004; Leon et al., 2006; Ma et al., 2006). The former function 188 

allows adherent hemocytes to efficiently recognise and engulf intruding bacteria or 189 

fungi. Additionally, apoLp-III from G. mellonella binds to nucleic acids released from 190 

damaged cells and tissues. These apoLp-III - nucleic acid aggregates stimulate insect 191 

defence response acting as a danger signal, or a damage-associated molecular pattern - 192 

DAMP (Altincicek et al., 2008). The amount of apoLp- III in the hemolymph is a result 193 

of a compromise between the demand for storage proteins and immunological needs 194 

(Adamo et al., 2007). 195 

 196 

Insect metalloproteinase inhibitor (IMPI) 197 

 198 

 The insect metalloproteinase inhibitor – IMPI has been found in G. mellonella, as the 199 

first, and so far, the only animal specific inhibitor of microbial metalloproteinases. Its 200 

gene encodes two protein products, one – inhibiting microbial metalloproteinases and 201 

the other one – putatively inhibiting matrix metalloproteinases (MMPs) during 202 

metamorphosis (IMPI-1 and IMPI-2, respectively). The IMPI-1 isolated from G. 203 

mellonella hemolymph is a glycosylated, heat-stable peptide with molecular weight 8.6 204 

kDa, containing five intermolecular disulphide bonds. It appears in the hemolymph in 205 

response to injected bacterial or fungal elicitors and inhibits zinc-containing 206 

metalloproteinases (Clermont et al., 2004; Wedde et al., 1998; 2007). Thermolysin-like 207 

zinc metalloproteinases are produced by all groups of known insect pathogens as 208 

virulence factors. Their strong level of virulence could be reflected by the fact that 209 

injection of thermolysin in the amount of 1 µg per larvae is lethal for G. mellonella 210 

larvae (Vilcinskas & Wedde, 2002). This inhibitor is synthesised, together with 211 
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antimicrobial peptides (AMPs), to protect them against digestion by metalloproteinases 212 

secreted by the invading intruder. Interestingly, injection of thermolysin into G. 213 

mellonella hemocel positively regulates the expression of the IMPI gene. The 214 

regulation of IMPI expression is a good example of a mutual interaction between the 215 

host and the invading pathogen. Thermolysin-like proteases secreted by the intruder in 216 

the body of the infected insect degrade a large number of hemolymph proteins of the 217 

host, creating peptidic fragments, so-called protfrags, which stimulate the insect 218 

immune response (Altincicek et al., 2007). This mechanism could be considered as a 219 

"danger signal", which besides the self/non-self-model recognises the infection (Griesh 220 

et al., 2000; Vilcinskas & Wedde, 2002).  221 

 222 

Other protease inhibitors 223 

 224 

 The G. mellonella transcriptom comprises inhibitors of serine proteases, such as ISPI-225 

1, 2 and 3 (Vogel et al., 2011). They were purified from G. mellonella hemolymph and 226 

their molecular mass was between 6.3 to 9.2 kDa. They inhibit proteases Pr1 and Pr2 of 227 

the entomopathogenic fungus Metarhisium anisopliae. ISPI-2 represents a Kunitz-type 228 

inhibitor. More information concerning insect protease inhibitors can be found in an 229 

excellent review by Vilcinskas and Wedde (2002). 230 

Lysozyme 231 

 232 

 Unlike in the case of D. melanogaster, G. mellonella lysozyme, besides its 233 

digestive function in the gut, possesses defence properties. Lysozyme purified from G. 234 

mellonella hemolymph was shown to be a ca. 14-kDa protein, containing 121 amino 235 

acids (directly submitted by Weise, UniProtKB/Swiss-Prot: P82174.2). It is related to 236 
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type c (c-chicken) lysozymes (Hultmark, 1996). It is a muramidase that cleaves the β-237 

1.4-glycosidic linkage between C1 of N-acetylomuramid acid and C4 of N-238 

acetylglucosamine in bacterial peptidoglycan. Moreover, it may act in a non-enzymatic 239 

way as a cationic defence peptide. Additionally, its antifungal properties have also been 240 

reported (Sowa-Jasiłek et al., 2014), although its mode of action in this case is 241 

unravelled. Lysozyme, which is present in non-stimulated larvae, constitutes a first line 242 

of humoral defence, creating a hostile environment for intruding microorganisms. It has 243 

been shown that its amount increases after immune challenge. Additionally, it co-244 

operates with other proteins that are present permanently in the hemolymph e.g. anionic 245 

peptide-2 and apolipophorin III (Zdybicka-Barabas et al., 2012, 2013). Analysis of the 246 

G. mellonella transcriptome revealed four c-type lysozyme homologues and one i-type 247 

(invertebrate) lysozyme with unknown function (Vogel et al., 2011).   248 

 249 

Prophenoloxidase 250 

 251 

 Prophenoloxidase was one of the first immune-related molecules found in G. 252 

mellonella. It was purified from this insect in 1995 (Kopacek et al., 1995).  Recently 253 

the enzyme was characterized by Demir et al. (2012). This is a proenzyme present in 254 

unchallenged G. mellonella hemocytes mainly in oenocytoides (Schmit et al., 1977).  255 

After infection recognition the enzyme is released from oenocytoides and activated by 256 

limited proteolysis by cascades of serine proteases. The prophenoloxidase  complex 257 

includes also inhibitors of serine proteases - serpins which prevent from hyperactivation 258 

of the enzyme. This tight control of phenoloxidase activity is very important due to 259 

high cytotoxicity of intermediate products: dihydroxyphenylalanine (DOPA), quinons 260 

and free radicals which could damage host cells. The active phenoloxidase is copper-261 
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containing enzyme converting tyrosine to already mentioned dihydroxyphenylalanine 262 

(DOPA) and oxidation of phenolic substances to quinones and further to melanin 263 

(Aschida, 1990; Cerenius et al., 2008; Kanost & Gorman, 2008). This reaction leads to 264 

protein cross-linking and generates products which are themself toxic for invading 265 

microorganisms but also stimulate defence activity of other antimicrobial molecules 266 

(Bidla et al., 2009; Dubovskiy et al., 2013a). On the other hand it was shown that 267 

defence molecules in G. mellonella can regulate the activity of phenol oxidase. For 268 

example it was shown that apolipophorin III and Gm protein-24 stimulate activation of 269 

prophenoloxidase cascade (Park et al., 2005a), while lysozyme, anionic peptide-2, Gm 270 

defensis and proline-rich peptide 1 decreased phenol oxidase activity  (Zdybicka-271 

Barabas et al., 2014). Melanisation takes part during wound healing, sclerolisation and 272 

hardening of cuticle. It was shown that prophenol-activating cascade and coagulation 273 

system cooperate during the formation of hemolymph clot (Li et al., 2002). 274 

Melanisation often accompanies entrapping of parasites and microbes in capsules or 275 

nodules as a part of cellular immune response (Hoffmann et al., 1996). The 276 

prophenoloxidase system and melanisation reaction is a good example of cooperation 277 

between humoral and cellular branches of G. mellonella immunity. Humoral factors 278 

such as enzymes controlling the activity of phenol oxidase influence melanin synthesis 279 

which is involved in separation of foreign bodies in structures assembled by 280 

hemolymph cells. Activation of phenol oxidase occurs not only after recognition of 281 

non-self components. As already mentioned virulence factors secreted by pathogenic 282 

organisms such as thermolysin-like metalloproteinases digest insect hemolymph 283 

proteins resulting in the formation of protein fragments called protfrags. These peptides 284 

may stimulate expression of mentioned IMPI and defence peptides but also they cause 285 

activation of prophenoloxidase system (Altincicek et al., 2007).   286 
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 287 

Antimicrobial peptides (AMPs) 288 

 289 

Cecropins Cecropins are linear, amphipathic peptides with -helical structure. 290 

A cecropin-like peptide has been purified from the hemolymph of immune-stimulated 291 

G. mellonella larvae (Kim et al., 2004). The analysis of its cDNA and protein has 292 

revealed that it is synthesised as a prepropeptide with a putative 22-aa signal peptide 293 

and an additional 4-residue propeptide. The 37-residue peptide has molecular weight of 294 

4.16 kDa. It shares similarity to cecropins A and B from Hialophora cecropia (Boman 295 

et al., 1989), Hyphantria cunea (Park et al., 1997), and Bombyx morii (Yamano, 1994). 296 

This cationic peptide is active against Gram-positive and Gram-negative bacteria. Four 297 

different cecropins have been identified in the Galleria trascriptome dataset. These also 298 

included D-type cecropin, which was further purified from G. mellonella hemolymph. 299 

This 4.2-kDa peptide was active against Gram-positive and Gram-negative bacteria and 300 

against filamentous fungi Aspergillus niger (Cytryńska et al., 2007) 301 

Gallerimycin The peptide encoding a defensin-like, cystein-rich peptide named by 302 

authors gallerimycin was identified in 2003 (Schumann et al., 2003). Its deduced amino 303 

acid sequence exhibits similarities with the antifungal peptide drosomycin from D. 304 

melanogaster and heliomycin from Heliothis virescens. The recombinant preprotein 305 

possesses 76 amino acids and, when tagged with a V-5 epitope and His to allow 306 

purification, has molecular weight of 11.6 kDa. A recombinant protein exhibits activity 307 

against entomopathogenic fungus Metarhizium anisopliae. On the other hand, it was 308 

not active against yeast Saccharomyces cerevisiae or bacteria tested (Micrococcus 309 

luteus, Bacillus subtilis) (Schumann et al., 2003). 310 



 

14 

 

 
This article is protected by copyright. All rights reserved. 

 
 

Galiomicin This peptide was identified as G. mellonella defensin by Lee et al. 311 

(2004). Its cDNA consists of 622 nucleotides and contains an open reading frame of 312 

216 nucleotides, corresponding to a preprotein with 72 residues. A mature protein 313 

contains 43 residues and has a molecular weight 4.7 kDa. Typically of insect defensins 314 

it contains six cysteine residues, which form three intramolecular disulphide linkages. It 315 

shows 90.7% identity to heliomycin. This defence peptide shows activity against two 316 

filamentous fungi and yeast but exhibits no antibacterial activity. 317 

Moricins and gloverins Moricin-like peptides and gloverins are intriguingly restricted to 318 

Lepidoptera. The former were firstly found in Bombyx morii (Yi et al., 2013). In G. mellonella, 319 

there are eight genes encoding seven different moricin-like peptides (two mature transcripts are 320 

identical). They are particularly active against filamentous fungi but also, to a certain extent, 321 

against yeast, Gram-positive and Gram-negative bacteria (Brown et al., 2008). Moricins belong 322 

to amphipathic -helical antimicrobial peptides. Gloverins are basic, heat-stable proteins 323 

enriched with glycine residues but lacking cysteines. They interact with LPS and inhibit the 324 

formation of bacterial outer membrane. Gloverins have first been found in the silk moth 325 

Hyalophora gloveri (Axen et al., 1997). Among immune-induced G. mellonella transcripts, five 326 

members of the gloverin family have been identified (Vogel et al., 2011).   327 

Other peptides and proteins Many antimicrobial peptides have been purified from 328 

immune-stimulated G. mellonella hemolymph. Their in vitro activity has been tested 329 

against Gram-positive and Gram-negative bacteria, as well as against yeast and 330 

filamentous fungi. The repertoire of defence molecules depends on the type of the 331 

immune elicitor, showing specificity of antimicrobial peptides synthesis against 332 

different kinds of microorganisms. Many of these peptides are known only at the 333 

peptide level and their transcripts need to be identified. They include apolipophoricin, 334 
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anionic peptide-1, cecropin D-like peptide, heliocin-like peptide (Cytryńska et al., 335 

2007; Brown et al., 2009;  Mak et al., 2010). 336 

Table 1 shows a short summary of the above-mentioned G. mellonella defence 337 

peptides and proteins. Additionally, it contains some information about other selected 338 

immune-related peptide and proteins, whose mRNA sequences are deposited in the 339 

GenBank.   340 

 341 

Natural pathogens of Galleria mellonella 342 

 343 

 G. mellonella can be infected by different kinds of bacteria, fungi, and viruses. All 344 

pathogens can be divided into generalists, specialists, and opportunists. The first ones 345 

naturally infect diverse hosts, while specialists infect only a small subset of insects. In 346 

turn, opportunistic parasites can occasionally gain access to an injured or weakened 347 

insect body, where they are repelled by basic, unspecialised immune mechanisms. On 348 

the contrary, specialised parasites will select for more specialised host defence 349 

adaptation than generalised parasites (Keebaugh & Schlenke, 2014). During growth, 350 

they produce virulence factors, which inhibit or destroy immune relevant peptides and 351 

proteins. If the infection is strong, insects die as a common result of toxins secreted by 352 

the pathogen and the mechanical injury of the insect body. Here, I will shortly mention 353 

two of them, Gram-positive bacteria Bacillus thuringiensis and the filamentous fungus 354 

Beauveria bassiana, as an example of their interaction with G. mellonella larvae. 355 

 The Gram-positive bacterium B. thuringiensis, motile by means of peritrichous 356 

flagella, is widely distributed in the world and can be found in soil. It belongs to the 357 

Bacillus cereus group. There are two ways, in which this bacterium may infect G. 358 

mellonella. Spores or, vegetative cells, which may be taken up by the larvae by 359 
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ingestion, cause gut perforation and then reach the hemocel causing septicaemia 360 

(Schunemann et al., 2014; Vachon et al., 2012).  In addition, the microorganism can get 361 

directly into the body cavity via injured cuticle. In the first case, injected bacteria have 362 

to force the insect gut to gain access to the hemolymph. At the stationary growth phase, 363 

B. thuringiensis produces spores, which are accompanied by parasporal crystals 364 

containing plasmid-encoded insecticidal toxins: Cry- (crystal, also called delta 365 

endotoxins) and Cyt- (cytolytic). The diversity of the Cry and Cyt toxins and their 366 

mode of action have been a subject of many articles (Bravo et al., 2007; 2011; 367 

Bulushova et al., 2011; Chengchen et al., 2014; Palma et al., 2014) and will not be 368 

described here in details. Briefly, crystals are dissolved in the gut and Cry toxins are 369 

activated by limited proteolysis. Afterwards, they bind to receptor proteins in the 370 

midgut membrane. Among proteins that are capable of binding Bacillus toxins, there 371 

are amidopeptidase N and cadherin. Attached toxins form pores in the epithelial cells of 372 

the midgut. It is worth mentioning that different B. thuringiensis strains produce 373 

different toxins, which act specifically against particular insect species. This specificity 374 

concerns mostly Cry toxins, while Cyt toxins are less specific and less toxic. They 375 

contain domains that are rich in hydrophobic amino acids to incorporate into the lipid 376 

layer of the gut epithelium. This non-specific binding to lipids causes disorders of 377 

membrane permeability leading to cell lysis. This effect of bacterial toxins - toxaemia 378 

can be lethal for many insect species. For other insects’ lethality, including G. 379 

mellonella, the presence of bacterial cells accompanying crystals is necessary (Heimpel 380 

& Anguis, 1959). Via a perforated gut, bacterial cells enter the larval hemocel. As 381 

mentioned, B. thuringiensis cells may directly get into the body cavity via injured 382 

cuticle. An injury may occur in the case of a high insect density, which often causes 383 

"chewing up" of the insect larvae. Both routes lead to penetration of bacterial cells into 384 
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the hemolymph, where the bacteria multiply intensively and contribute to the 385 

development of the so-called septicaemia. While they are in the hemolymph, they 386 

secrete many virulence factors, which allow them to proliferate despite the fact that the 387 

insect activates defence mechanisms. During the infection process, B. thuringiensis 388 

produces phospholipases, proteases, cytotoxins, and other components, which break the 389 

host defence barriers. For example, mostly at the stationary growth phase, it secretes 390 

zinc-metalloproteinases. These enzymes digest antimicrobial peptides of the infected 391 

host (Dalhammar & Steiner, 1984). Indeed, G. mellonella antibacterial activity was 392 

abolished after thermolysin treatment both in vivo and in vitro. Similarly, apolipophorin 393 

III appeared to be susceptible to such degradation (Wojda & Taszłow, 2013; Taszłow & 394 

Wojda, 2015). On the other hand, thermolysin did not decrease lysozyme activity in the 395 

hemolymph of infected G. mellonella larvae. Inside the hemocel, Bacillus is able to 396 

change the properties of its cell wall to become more resistant to insect defence 397 

peptides. One of the mechanisms to do so is alanylation of teichoic acids. This 398 

modification neutralises the negative charge of acids and reduces binding of lysozyme. 399 

The proteins engaged in alanylation are encoded by the dlt operon. It has been shown 400 

that a dlt null mutant of Bacillus cereus was less virulent than the wild type when 401 

injected into the hemocel of G. mellonella and Spodoptera litoralis (Abi Khattar, 2009). 402 

Bacteria belonging to the Bacillus cereus group secrete factors involved in iron 403 

acquisition, such as IlsA. Its gene is expressed in insect hemocel. It is involved in iron 404 

uptake from ferritin. Mutant bacterial strains devoid of this virulence factor exhibit 405 

decreased virulence toward G. mellonella (Daou et al., 2009; Segond et al., 2014). 406 

Many virulence factors of B. thuringiensis are controlled by a pleiotropic regulator 407 

PlcR. This regulon is activated at the onset of the stationary phase (Salamitou et al., 408 

2000). 409 
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 The entomopathogenic fungus Beauveria bassiana is a worldwide, facultative 410 

saprophyte that grows in the soil. It can form a mycelium but also different types of 411 

single cells. Among them, there are aerial conidia, blastospores, and submerged 412 

conidia, which are produced on solid media, nutrient-rich, and nutrient-limited liquid 413 

media, respectively (Holder & Keyhani, 2005). They differ in the morphology and 414 

biochemical properties but all are able to attach to insect cuticle and begin the 415 

infectious process. First, there is adsorption followed by adhesion of a fungal propagule 416 

to insect cuticle. Then, the propagule germinates and forms an appressorium – a 417 

flattened cell, from which a minute infection peg grows. Then, the fungus grows across 418 

the insect. During these steps, the invading fungus efficiently evades host defences and 419 

secretes enzymes degrading the insect cuticle. Among them, there are proteases, 420 

esterases, lipases, and chitinases. Degradation of the insect tissues together with 421 

physical pressure of the penetration peg on the host body cover allows the invading 422 

fungus to enter the hemocel. The fungus activates necessary signalling pathways to 423 

sense the host environment (Chen et al., 2014). Beauveria catabolises and uses 424 

nutrients taken up from damaged host tissues. Finally, elongated hyphae reach the 425 

hemolymph. Inside the hemocel, B. bassiana grows in the form of yeast-like cells or 426 

blastospores. These cells have a much thinner cell wall inside the insect host than cells 427 

growing in vitro because of down-regulation of chitin and glucan synthases (Tartar et 428 

al., 2005). They also lack galactose residues. These changes are meant to reduce the 429 

number of pathogen-associated molecular patterns (PAMPs). Additionally, B. bassiana 430 

secretes bioactive secondary metabolites such as beauvericin, bassianolide, and 431 

oosporein. They have insecticidal properties but also inhibit the growth of other 432 

organisms. Damaged insect tissues such as the fat body are not able to perform their 433 
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defence function, e.g. production and secretion insect defence peptides and proteins to 434 

the hemolymph. 435 

 436 

Modulation of host-pathogen interaction in Galleria mellonella  437 

  438 

 G. mellonella resistance changes with larval age and depends on many factors such 439 

as external temperature, hormones, and diet (Wojda et al., 2004; Wojda & Jakubowicz, 440 

2007; Kangassalo et al., 2015; Krams et al., 2015; Wu et al., 2015a). There is also an 441 

increasing number of reports concerning the role of lipid mediators - eicosanoids in the 442 

modulation of G. mellonella immunity (Buyukguzel et al., 2007, 2011; Stanley et al., 443 

2009). Interestingly, G. mellonella resistance depends on the previous experience of 444 

individuals. This may concern the previous experience of mechanical or heat stress. 445 

These factors applied before infection made G. mellonella more resistant to further 446 

infection (Mowlds et al., 2008; Wojda et al., 2009; Taszłow & Wojda, 2015; Wojda & 447 

Taszłow, 2013). Interestingly, heat shock applied before infection differently modulates 448 

particular components of G. mellonella immune response after infection with B. 449 

thuringiensis. Expression of genes encoding antimicrobial peptides was enhanced in 450 

pre-shocked animals in comparison to larvae permanently kept at optimal growth 451 

temperature, while expression of IMPI and apolipophorin III in the fat body was not 452 

affected. However, the amount of apolipophorin III was shown to be slightly higher in 453 

pre-shocked animals. Antimicrobial peptides and apolipophorin III seem to be very 454 

sensitive to digestion by bacterial proteases and this sensitivity was reduced by heat 455 

shock. On the other hand, thermolysin treatment does not inhibit lysozyme type activity 456 

(Wojda & Taszłow, 2013; Taszłow & Wojda, 2015). Stronger heat shock, when applied 457 

on already infected insects, inhibits expression of immune-induced genes, but in larvae 458 
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recovered from heat shock, the expression of apolipophorin III is higher than in 459 

infected animals not exposed to elevated temperature (Vertyporokh et al., 2015).  460 

 Another exciting finding concerning the plasticity of the G. mellonella immune 461 

system concerns previous immune experience. This is especially important in the light 462 

of the fact that insects possess only an innate immune system which is deprived of  T- 463 

and B- cells and antibodies. There are reports presenting that insects exposed to 464 

infection with low doses of microorganisms became more resistant to a next infection. 465 

In agreement with this observation is the finding of Dscam receptors in D. 466 

melanogaster, which are re-arranged after immune challenge, allowing the fly to 467 

respond more efficiently to re-infection (Cherry & Silverman, 2006; Watson et al., 468 

2005). This phenomenon is named immune priming or trained immunity (Chambers & 469 

Schneider, 2012). It has been reported that pre-exposure of G. mellonella to Candida 470 

albicans or Saccharomyces cerevisiae results in increased resistance of the insect to 471 

further injection with Candida albicans. In addition, G. mellonella priming was 472 

achieved after injection of immune elicitors: glucan, laminarin, LPS, or heat-killed 473 

bacteria (Bergin et al., 2006; Mowlds et al., 2010; Wu et al., 2014, 2015b). 474 

Interestingly, immune priming can also be transgenerational. In the studies performed 475 

by Dubovskiy et al., 2013b, the 25th generation of G. mellonella larvae under selective 476 

pressure from B. bassiana exhibited resistance to this pathogen. This resistance 477 

involved front-line defences – the integument, so the larvae were better protected 478 

against invasion of Beauveria. Similarly, the report by Freitak et al. (2014) shows that 479 

trans-generational immune priming of G. mellonella can be mediated by maternal 480 

transfer of bacteria to developing eggs.  481 

 482 

Summary 483 
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  484 

There are many advantages of using G. mellonella as an insect model. The 485 

investigations are performed on different fields. One is to understand the mechanisms 486 

of the insect immune system, which has similar features to those of the innate immune 487 

system of mammals, and is not interfered by acquired immunity. Therefore, it serves as 488 

a model to study the virulence mechanisms of human pathogens. Another reason is that 489 

its hemolymph is a rich source of defence molecules that can be purified and 490 

sequenced. They are considered an alternative to antibiotics due to the fact that they do 491 

not induce resistance (Ezzati-Tabrizi et al., 2013; Li et al., 2014; Vilcinskas, 2011; 492 

Yeung, 2011; Yi et al., 2014). Finally, we can follow the interaction of G. mellonella 493 

with natural insect pathogens and consider this in the light of a host-pathogen 494 

evolutionary arms race. This concerns interactions of this insect with both generalised 495 

and specialised pathogens since they induce also generalised and specialised defence 496 

mechanisms, respectively (Keebaugh & Schlenke, 2014). 497 

 498 

Aknowledgment  499 

I would like to thank to Kamil Deryło for his help in imaging G. mellonella hemocytes. 500 

 501 

Disclosure 502 

The author declares no conflicts of interest. 503 

 504 



 

22 

 

 
This article is protected by copyright. All rights reserved. 

 
 

References 505 

 506 

Abi Khattar, Z., Rejasse, A., Destoumieux-Garzon, D., Escoubas, J.M., Sanchis, V., 507 

Lereclus, D., Givaudan, A., Kallassy, N., Nielsen-Leroux, C., Gaudriault, S. (2009) The 508 

dlt operon of Bacillus cereus is required for resistance to cationic antimicrobial 509 

peptides and for virulence in insects. Journal of Bacteriology, 22, 7063–7073. 510 

Adamo, S.A., Roberts, J.L., Easy, R.H. and Ross, N.W. (2007) Competition between 511 

immune function and lipid transport for the protein apolipophorin III leads to 512 

stress-induced immunosuppression in crickets. Journal of Experimental Biology, 513 

211, 531–538. 514 

Aggarwal, K. and Silverman, N. (2008) Positive and negative regulation of the 515 

Drosophila immune response. Biochemistry and Molecular Biology Reports, 41, 516 

267–277. 517 

Altincicek, B., Linder, M., Linder, D., Preissner, K.T. and Vilcinskas A. (2007)  Microbial 518 

metalloproteinases mediate sensing of invadin g pathogens and activate innate immune 519 

responses in the lepidopteran model host Galleria mellonella. Infection and Immunity, 520 

75, 175–183.  521 

Altincicek, B., Stötzel, S., Wygrecka, M., Preissner, K.T. and Vilcinskas, A. (2008)  Host-522 

derived extracellular nucleic acids enhance innate immune responses, induce 523 

coagulation, and prolong survival upon infection in insects. Journal of Immunology, 524 

181, 2705–2712. 525 

Amorim-Vaz, S., Delarze, E., Ischer, F., Sanglard, D. and Coste, A.T. (2015) Examining 526 

the virulence of Candida albicans transcription factor mutants using Galleria 527 

mellonella and mouse infection models. Frontiers in Microbiology, 6, 367. 528 



 

23 

 

 
This article is protected by copyright. All rights reserved. 

 
 

Arvanitis, M., Glavis-Bloom, J. and Mylonakis, E. (2013) Invertebrate models of fungal 529 

infection. Biochimica et Biophysica Acta, 1832, 1378–1383.  530 

Ashida, M. (1990) The prophenoloxidase cascade in insect immunity. Research in 531 

Immunology, 41, 908–910. 532 

Axén, A., Carlsson, A., Engström, A. and Bennich, H. (1997) Gloverin, an antibacterial 533 

protein from the immune hemolymph of Hyalophora pupae. European Journal of 534 

Biochemistry, 247, 614–619. 535 

Bergin, D., Murphy, L., Keenan, J., Clynes, M. and Kavanagh, K. (2006) Pre-exposure to 536 

yeast protects larvae of Galleria mellonella from a subsequent lethal infection by 537 

Candida albicans and is mediated by the increased expression of antimicrobial peptides. 538 

Microbes and Infection, 8, 2105–2112. 539 

Bidla, G., Hauling, T., Dushay, M.S. and Theopold, U. (2009) Activation of insect 540 

phenoloxidase after injury: endogenous versus foreign elicitors. Journal of Innate 541 

Immunity, 1, 301–308. 542 

Bogdan, C., Röllinghoff, M. and Diefenbach, A. (2000) Reactive oxygen and reactive 543 

nitrogen intermediates in innate and specific immunity. Current Opinion in 544 

Immunology, 12, 64–76. 545 

Boman, H.C., Boman, I.A., Andreu, D., Li, Z.Q., Merrifield, R.B., Schlenstedt, G. and 546 

Zimmermann, R. (1989) Chemical synthesis and enzymic processing of precursor 547 

forms of cecropins A and B. Journal of  Biological Chemistry, 264, 5852–60. 548 

Bravo, A., Gill, S.S. and Soberón, M. (2007) Mode of action of Bacillus thuringiensis Cry 549 

and Cyt toxins and their potential for insect control. Toxicon, 49, 423–435. 550 



 

24 

 

 
This article is protected by copyright. All rights reserved. 

 
 

Bravo, A.S., Likitvivatanavong, S., Gill, S.S. and Soberón, M. (2011) Bacillus 551 

thuringiensis: A story of a successful bioinsecticide. Insect Biochemistry and Molecular 552 

Biology, 41, 423e431. 553 

Brown, S.E., Howard, A., Kasprzak, A.B., Gordon, K.H. and East, P.D. (2008) The 554 

discovery and analysis of a diverged family of novel antifungal moricin-like 555 

peptides in the wax moth Galleria mellonella. Insect Biochemistry and Molecular 556 

Biology, 38, 201–212. 557 

Brown, S.E., Howard, A., Kasprzak, A.B., Gordon, K.H. and East, P.D. (2009) A 558 

peptidomics study reveals the impressive antimicrobial peptide arsenal of the wax 559 

moth Galleria mellonella. Insect Biochemistry and Molecular Biology, 39, 792–800. 560 

Bulushova, N.V., Elpidina, E.N., Zhuzhikov, D.P., Lyutikova, L.I., Ortego, F., Kirillova,  561 

N.E., Zalunin, I.A. and Chestukhina, G.G. (2011) Complex of digestive proteinases of 562 

Galleria mellonella  caterpillars. Composition, properties, and limited proteolysis of 563 

Bacillus thuringiensis endotoxins. Biochemistry, 76, 581–589. 564 



 

25 

 

 
This article is protected by copyright. All rights reserved. 

 
 

Büyükgüzel, E., Tunaz, H., Stanley, D. and Büyükgüzel, K. (2007) Eicosanoids mediate 565 

Galleria mellonella cellular immune response to viral infection. Journal of  Insect 566 

Physiology, 53, 99–105. 567 

Büyükgüzel, E., Tunaz, H., Stanley, D. and Büyükgüzel, K. (2011) The influence of 568 

chronic eicosanoid biosynthesis inhibition on life history of the greater waxmoth, 569 

Galleria mellonella and its ectoparasitoid, Bracon hebetor.  Journal of Insect 570 

Physiology, 57, 501–507. 571 

Casanova-Torres, Á.M.\and Goodrich-Blair, H. (2013) Immune signaling and 572 

antimicrobial peptide expression in Lepidoptera. Insects, 4, 320–338. 573 

Cerenius, L., Lee, B.L. and Söderhäll, K. (2008) The proPOsystem: pros and cons for its 574 

role in invertebrate immunity. Trends in Immunology, 29, 263–271. 575 

Chambers, M.C. and Schneider, D.S. (2012) Pioneering immunology. Insect style. 576 

Current Opinion in Immunology, 24, 10–14. 577 

Chen, Y., Zhu, J., Ying, S.H. and Feng, M.G. (2014) Three mitogen-activated protein 578 

kinases required for cell wall integrity contribute greatly to biocontrol potential of 579 

a fungal entomopathogen. PLoS ONE, 9, e87948. 580 

Chengchen, X., Wang, B.C., Yu, Z. and Sun, M. (2014) Structural Insights into Bacillus 581 

thuringiensis Cry, Cyt and Parasporin Toxins.  Toxins, 6, 2732–2770. 582 



 

26 

 

 
This article is protected by copyright. All rights reserved. 

 
 

Cherry, S. and Silverman, N. (2006) Host-pathogen interactions in Drosophila: new 583 

tricks from an old friend. Nature Immunology, 7, 911–917. 584 

Clermont, A., Wedde, M., Seitz, V., Podsiadlowski, L., Lenze, D., Hummel, M. and 585 

Vilcinskas, A. (2004) Cloning and expression of an inhibitor of microbial 586 

metalloproteinases from insects contributing to innate immunity.  Biochemical 587 

Journal, 382, 315–322. 588 

Cook, S.M. and McArthur, J.D. (2013) Developing Galleria mellonella as a model host 589 

for human pathogens. Virulence, 4, 350–353. 590 

Cytryńska, M., Mak, P., Zdybicka-Barabas, A., Suder, P. and Jakubowicz, T. (2007) 591 

Purification and characterization of eight peptides from Galleria mellonella 592 

immune hemolymph. Peptides, 28, 533–546. 593 

Dalhammar, G. and Steiner., H. (1984) Characterization of inhibitor A, a protease 594 

from Bacillus thuringiensis which degrades attacins and cecropins, two classes of 595 

antibacterial proteins in insects. European Journal of Biochemistry, 139, 247–252. 596 

Daou,  N., Buisson, C., Gohar, M., Vidic, J.,  Bierne, M., Kallassy, M., Lereclus, D. and 597 

Nielsen-LeRoux,  C. (2009)  IlsA, a unique surface protein of Bacillus cereus 598 

required for iron acquisition from heme, hemoglobin and ferritin. PLoS Pathoens, 5, 599 

e1000675. 600 

Dawkins, R. and Krebs, J.R. (1979) Arms races between and within species. 601 

Proceedings of the Royal Society of London. Series B,  205, 489–511. 602 

Demir, D., Gençer, N. and Er, A. (2012) Purification and characterization of 603 

prophenoloxidase from Galleria mellonella L. Artificial Cells, Blood Substitutes, and 604 

Immobilization Biotechnology, 40, 391–395. 605 



 

27 

 

 
This article is protected by copyright. All rights reserved. 

 
 

Dubovskiy, I.M., Whitten, M.M., Kryukov,V.Y., Yaroslavtseva, O.N., Grizanova, E.V.,  606 

Greig, C., Mukherjee, K., Vilcinskas, A., Mitkovets, P.V., Glupov, V.V. and Butt, T.N. 607 

(2013a). More than a colour change: insect melanism, disease resistance and 608 

fecundity. Proceedings in Biological Sciences, 280, 20130584. 609 

Dubovskiy, I.M., Whitten, M.M., Yaroslavtseva, O.N., Greig, C., Kryukov, V.Y., Grizanova, 610 

E.V., Mukherjee, K., Vilcinskas, A., Glupov, V.V. and Butt. T.M. (2013b) Can insects 611 

develop resistance to insect pathogenic fungi? PLoS ONE, 8, e60248. 612 

Ezzati-Tabrizi, R., Farrokhi, N., Talaei-Hassanloui, R., Alavi, S.M. and Hosseininaveh, V. 613 

(2013) Insect inducible antimicrobial peptides and their applications. Current 614 

Protein and Peptide Science, 14, 698–710.  615 

Fearon, D.T. (1997) Seeking wisdom in innate immunity. Nature, 388, 323–324. 616 

Freitak, D., Schmidtberg, H., Dickel, F., Lochnit, G., Vogel, H. and Vilcinskas, A. (2014) 617 

The maternal transfer of bacteria can mediate trans-generational immune priming 618 

in insects. Virulence, 15, 547–554. 619 

Gibreel, T.M. and Upton,  M. (2013) Synthetic epidermicin NI01 can protect Galleria 620 

mellonella larvae from infection with Staphylococcus aureus. Journal of 621 

Antimicrobial Chemotherapy, 68, 2269–2273. 622 

Gliński, Z. and Kostro, S. (2004)  Immunobiologia. Powszechne Wydawnictwo 623 

Rolnicze i Leśne, Warszawa. 624 

Gomez-Lopez, A., Forastiero, A., Cendejas-Bueno, E., Gregson, L., Mellado, E., Howard, 625 

S.J., Livermore, J.L., Hope, W.W. and Cuenca-Estrella, M. (2014) An invertebrate 626 

model to evaluate virulence in Aspergillus fumigatus: the role of azole resistance. 627 

Medical Mycology, 52, 311–319. 628 



 

28 

 

 
This article is protected by copyright. All rights reserved. 

 
 

Griesch, J., Wedde, M., Vilcinskas, A. (2000) Recognition and regulation of 629 

metalloproteinase activity in the haemolymph of Galleria mellonella: a new 630 

pathway mediating induction of humoral immune responses. Insect Biochemistry 631 

and Molecular Biology,  30, 461–472. 632 

Grizanova, E.V., Dubovskiy, I.M., Whitten, M.M. and Glupov, V.V. ( 2014) Contributions 633 

of cellular and humoral immunity of Galleria mellonella larvae in defence against 634 

oral infection by Bacillus thuringiensis. Journal of Invertebrate Pathology, 119, 40–635 

46. 636 

Halwani, A.E. and Dunphy, G.B. (1999) Apolipophorin-III in Galleria mellonella 637 

potentiates hemolymph lytic activity. Developmental and Comparative Immunology, 638 

23, 563–570. 639 

Halwani, A.E., Niven, D.F. and Dunphy, G.B. (2000) Apolipophorin-III and the 640 

interactions of lipoteichoic acids with the immediate immune responses of Galleria 641 

mellonella. Journal of Invertebrate Pathology, 76, 233–241. 642 

Heimpel, A.M. and Angus, T.A. (1959) The site of action of crystalliferous bacteria in 643 

Lepidoptera larvae. Journal of Insect Pathology, 1, 152–170. 644 

Hetru, C. and Hoffmann, J.A. (2009) NF-kappaB in the immune response of 645 

Drosophila. Cold Spring Harb.  Perspectives in Biology, 1, a000232. 646 

Hoffmann, J.A., Reichhart, J.M. and Hetru, C. (1996) Innate immunity in higher insects. 647 

Current Opinion in Immunology, 8, 8–13. 648 



 

29 

 

 
This article is protected by copyright. All rights reserved. 

 
 

Holder, D.J. and Keyhani, N.O. (2005) Adhesion of the entomopathogenic fungus 649 

Beauveria (Cordyceps) bassiana to substrata. Applied and Environmental 650 

Microbiology, 71, 5260–5266. 651 

Hultmark, D. (1996) Insect lysozymes. Lysozymes: Model Enzymes in Biochemistry and 652 

Biology (ed. P. Jollès), pp. 87–102. Birkhäuser Verlag, Basel, Switzerland.  653 

Jeffery, C.J. (1999) Moonlighting proteins. Trends in Biochemical Sciences, 24, 8–11.  654 

Junqueira, J.C. (2012) Galleria mellonella as a model host for human pathogens: 655 

recent studies and new perspectives. Virulence, 3, 474–476. 656 

Kangassalo, K., Valtonen, T.M., Roff, D., Pölkki, M., Dubovskiy, I.M., Sorvari, J. and 657 

Rantala, M.J. (2015) Intra- and trans-generational effects of larval diet on 658 

susceptibility to an entomopathogenic fungus, Beauveria bassiana, in the greater 659 

wax moth, Galleria mellonella. Journal of  Evolutionary Biology, 28, 1453–1464. 660 

Kanost, M.R. and Gorman, M.J. (2008) Phenoloxidases in insect immunity. Insect 661 

Immunology (ed. N.E. Beckage), pp. 69–96. Elsevier, Amsterdam,  662 

Keebaugh, E.S. and Schlenke, T. (2014) Insights from natural host-parasite 663 

interaction: The Drosophila model. Developmental and Comparative Immunology, 664 

42, 111–123. 665 

Kelly, J. and Kavanagh, K. (2011) Caspofungin primes the immune response of the 666 

larvae of Galleria mellonella and induces a non-specific antimicrobial response. 667 

Journal of Medical Microbiology. 60, 189–196. 668 

Kim, C.H., Lee, J.H., Kim, I., Seo, S.J., Son, S.M., Lee, K.Y. and Lee, I.H. (2004) Purification 669 

and cDNA cloning of a cecropin-like peptide from the great wax moth, Galleria 670 

mellonella Molecules and Cells, 17, 262–266. 671 



 

30 

 

 
This article is protected by copyright. All rights reserved. 

 
 

Koch, G., Nadal-Jimenez, P., Cool, R.H. and Quax, W.J. (2014) Assessing Pseudomonas 672 

virulence with nonmammalian host: Galleria mellonella. Methods in Molecular 673 

Biology, 1149, 681–688. 674 

Kopacek, P., Weise, C. and Gotz, P. (1995) The prophenoloxidase from the wax moth 675 

Galleria mellonella: purification and characterization of the proenzyme. Insect 676 

Biochemistry and Molecular Biology, 25, 1081–1091. 677 

Krams, I., Kecko, S., Kangassalo, K., Moore, F.R., Jankevics, E., Inashkina, I., Krama, T., 678 

Lietuvietis, V., Meija, L. and Rantala, M.J. (2015) Effects of food quality on trade-offs 679 

among growth, immunity and survival in the greater wax moth Galleria mellonella. 680 

Insect Science, 22, 431–439. 681 

Lavine, M.D. and Strand, M.R. (2002) Insect hemocytes and their role in immunity. 682 

Insect Biochemistry and Molecular Biology, 32, 1295–1309. 683 

Lee, Y.S., Yun, E.K., Jang, W.S., Kim, I., Lee, J.H., Park, S.Y., Ryu, K.S., Seo, S.J.,  Kim, C.H. 684 

and Lee, I.H. (2004) Purification, cDNA cloning and expression of an insect 685 

defensin from the great wax moth, Galleria mellonella. Insect Molecular Biology, 13, 686 

65–72. 687 

Leon, L.J., Idangodage, H., Wan, C.L. and Weers, P.M.M. (2006) Apolipophorin III: 688 

Lipopolysaccharide binding requires helix bundle opening. Biochemican and 689 

Biophysical Research Communications, 348, 1328–1333. 690 

Li, D., Scherfer, C., Korayem, A.M., Zhao, Z, Schmidt, O. and Theopold, U. (2002) Insect 691 

hemolymph clotting: evidence for interaction between the coagulation system and 692 

the prophenoloxidase activating cascade. Insect Biochemistry and Molecular 693 

Biology, 32, 919–928. 694 



 

31 

 

 
This article is protected by copyright. All rights reserved. 

 
 

Li, W., Tailhades, J., O'Brien-Simpson, N.M., Separovic, F., Otvos, L. Jr., Hossain, M.A. 695 

and Wade, J.D. (2014) Proline-rich antimicrobial peptides: potential therapeutics 696 

against antibiotic-resistant bacteria. Amino Acids, 46, 2287–2294. 697 

Ma, G., Hay, D., Li, D., Asgari, S. and Schmidt, O. (2006) Recognition and inactivation of 698 

LPS by lipophorin particles. Developmental and Comparative Immunology, 30, 619–699 

626. 700 

Maekawa, L.E., Rossoni, R.D., Barbosa, J.O., Jorge, A.O., Junqueira, J.C. and Valera, 701 

M.C. (2015) Different extracts of Zingiber officinale decrease Enterococcus faecalis 702 

infection in Galleria mellonella. Brazilian Dental Journal, 26, 105–109. 703 



 

32 

 

 
This article is protected by copyright. All rights reserved. 

 
 

Mak, P., Zdybicka-Barabas, A. and Cytryńska, M. (2010) A different repertoire of 704 

Galleria mellonella antimicrobial peptides in larvae challenged with bacteria and 705 

fungi. Developmental and Comparative Immunology, 34, 1129–1136. 706 

Matsuzaki, K. (2001) Why and how are peptide-lipid interactions utilized for self 707 

defence? Magainins and tachyplesins as archetypes. Biochemical Society 708 

Transactions, 29, 598–601. 709 

Moussian, B. (2010) Recent advances in understanding mechanisms of insect cuticle 710 

differentiation. Insect Biochemistry and Molecular Biology, 40, 363–375. 711 

Mowlds, P., Barron, A. and Kavanagh, K. (2008) Physical stress primes the immune 712 

response of Galleria mellonella larvae to infection by Candida albicans. Microbes 713 

and Infection, 10, 628–634.  714 

Mowlds, P., Coates, C., Renwick, J. and Kavanagh, K. (2010) Dose-dependent cellular 715 

and humoral responses in Galleria mellonella larvae following beta-glucan 716 

inoculation. Microbes and Infection, 12, 146–153.  717 

Muñoz-Gómez, A
.
, Corredor,  M., Benítez-Páez, A. and Peláez, C. (2014) Development of 718 

quantitative proteomics using iTRAQ based on the immunological response of Galleria 719 

mellonella larvae challenged with Fusarium oxysporum microconidia. PLoS ONE 9, 720 

e112179. 721 



 

33 

 

 
This article is protected by copyright. All rights reserved. 

 
 

Niere, M., Meisslitzer, C., Dettloff, M., Weise, C., Ziegler,  M. and Wiesner, A. (1999) 722 

Insect immune activation by recombinant Galleria mellonella apolipophorin III. 723 

Biochimica et  Biophysica Acta, 1433, 16–26. 724 

Niere, M., Dettloff, M., Maier, T., Ziegler, M. and Wiesner, A. (2001) Insect immune 725 

activation by apolipoprotein III is correlated with the lipid –binding properties of 726 

this protein. Biochemistry, 40, 11502–11508. 727 

Nguyen, L.T., Haney, E.F. and Vogel, H.J. (2011) The expanding scope of antimicrobial 728 

peptide structures and their modes of action. Trends in Microbiology, 29, 464–472. 729 

Ortiz-Urquiza, A., Luo, Z. and Keyhani, N.O. (2015) Improving mycoinsecticides for 730 

insect biological control. Applied Microbiology and  Biotechnology, 99, 1057–1068. 731 



 

34 

 

 
This article is protected by copyright. All rights reserved. 

 
 

Palma, L., Muñoz, D., Berry, C., Murillo, J. and Caballero, P. (2014) Bacillus 732 

thuringiensis toxins: an overview of their biocidal activity. Toxins (Basel), 6, 3296–733 

3325. 734 

Park, S.S., Shin, S.W., Park, D.S., Oh, H.W., Boo, K.S. and Park. H.Y. (1997) Protein 735 

purification and cDNA cloning of a cecropin-like peptide from the larvae of fall 736 

webworm (Hyphantria cunea). Insect Biochemistry and Molecular Biology, 27, 711–737 

720. 738 

Park, S.Y., Kim, C.H., Jeong, W.H., Lee, J.H., Seo, S.J., Han, Y.S. and Lee, I.H. (2005a) 739 

Effect of two hemolymph proteins on humoral defense reactions in the wax moth, 740 

Galleria mellonella. Developmental and Comparative Immunology, 29, 43–51. 741 

Park, S.Y., Lee, J.H., Jang, W.S., Lee, J.S., Yun, E.K., Lee, I.H., Kim, E.S., Lee, Y.K., Lee, P.J., 742 

Kim, J.W., Ahn, M.J., Lee, H.S., Ryu, K.S. and Kim, I.S. (2005b) Anti-fungal protein 743 

isolated from wax moth, Galleria mellonella, larvae which is useful for control of 744 

plant diseases caused by Trichoderma viride, Pyricularia grisea, Fusarium 745 

oxysporum, Candida albicans, Geotrichum candidum and Cryptococcosis neoformans 746 

and cdna thereof. Patent: KR 1020040008489-A 7 09-FEB-2004. 747 

Ramarao, N., Nielsen-Leroux, C. and Lereclus, D. (2012) The insect Galleria mellonella 748 

as a powerful infection model to investigate bacterial pathogenesis. Journal of 749 

Visualized  Experiments, 70, e4392. 750 

Ruiu, L. (2015) Insect pathogenic bacteria in integrated pest management. Insects, 6, 352–751 

367. 752 



 

35 

 

 
This article is protected by copyright. All rights reserved. 

 
 

Ryan, R.O. and Van Der Horst, D.J. (2000) Lipid transport biochemistry and its role in 753 

energy production. Annual Review of Entomology, 45, 233–260. 754 

Salamitou, S., Ramisse, F., Brehélin, M., Bourguet, D., Gilois, N., Gominet, M., 755 

Hernandez, E. and Lereclus, D. (2000) The plcR regulon is involved in the 756 

opportunistic properties of Bacillus thuringiensis and Bacillus cereus in mice and 757 

insects. Microbiology, 146, 2825–2832.  758 

Sass, M., Kiss, A. and Locke, M. (1994) Integument and hemocyte peptides. Journal of 759 

Insect Physiology, 40, 407–421. 760 

Scocchi, M., Tossi, A. and Gennaro, R. (2011) Proline-rich antimicrobial peptides: 761 

converging to a non-lytic mechanism of action. Cellular and Molecular Life Sciences, 762 

68, 2317–2330. 763 

Seitz, V., Clermont, A., Wedde, M., Hummel, M., Vilcinskas , A., Schlatterer,  K. and 764 

Podsiadlowski, L. (2003) Identification of immunorelevant genes from greater wax 765 

moth (Galleria mellonella) by substractive hybridization approach. Developmental 766 

and Comparative  Immunology, 27, 207–215. 767 

Shaik, H.A. and Sehnal, F. (2009) Hemolin expression in the silk glands of Galleria 768 

mellonella in  response to bacterial challenge and prior to cell disintegration.  769 

Journal of Insect Physiology, 55, 781–787. 770 

Schmit, A.R., Rowley, A.F. and Ratcliffe, N.A. (1977) The role of Galleria mellonella 771 

hemocytes in melanin formation. Journal of Invertebrate Pathology, 29, 232–234. 772 

Schuhmann, B., Seitz, V., Vilcinskas, A. and Podsiadlowski, L. (2003) Cloning and 773 

expression of gallerimycin, an antifungal peptide expressed in immune response of 774 

greater wax moth larvae, Galleria mellonella. Archives in Insect Biochemistry and 775 

Physiology, 53, 125–133. 776 



 

36 

 

 
This article is protected by copyright. All rights reserved. 

 
 

Schünemann, R., Knaak, N. and Fiuza, L.M. (2014) Mode of action and specificity of 777 

Bacillus thuringiensis toxins in the control of caterpillars and stink bugs in soybean 778 

culture. International Scholarly Research Notices. Microbiology, 135675. 779 

Silverman, N., Paquette, N. and Aggarwal, K. (2009) Specificity and signaling in the 780 

Drosophila immune response. Invertebrate Survival Journal, 6, 163–174. 781 

Segond, D., Abi Khalil, E., Buisson, C., Daou, N., Kallassy, M., Lereclus, D., Arosio, P.,  782 

Bou-Abdallah, F. and Nielsen Le Roux, C. (2014) Iron acquisition in Bacillus cereus: 783 

the roles of IlsA and bacillibactin in exogenous ferritin iron mobilization. PLoS 784 

Pathogens, 10, e1003935. 785 

Sowa-Jasiłek, A., Zdybicka-Barabas, A., Stączek, S., Wydrych, J., Mak, P., Jakubowicz, T. 786 

and Cytryńska, M. (2014) Studies on the role of insect hemolymph polypeptides: 787 

Galleria mellonella anionic peptide 2 and lysozyme. Peptides, 53, 194–201. 788 

Stanley, D., Miller, J. and Tunaz, H. (2009) Eicosanoid actions in insect immunity. 789 

Journal of Innate Immunity, 1, 282–90.  790 

Tartar, A., Shapiro, A.M., Scharf, D.W. and Boucias, D.G. (2005) Differential expression 791 

of chitin synthase (CHS) and glucan synthase (FKS) genes correlates with the 792 

formation of a modified, thinner cell wall in in vivo-produced Beauveria bassiana 793 

cells. Mycopathologia, 160, 303–314. 794 

Taszłow, P. and Wojda, I. (2015) Changes in the hemolymph protein profiles in 795 

Galleria mellonella infected with Bacillus thuringiensis involve apolipophorin III. 796 

The effect of heat-shock. Archives of Insect Biochemistry and Physiology, 88, 123–797 

143. 798 



 

37 

 

 
This article is protected by copyright. All rights reserved. 

 
 

Vachon, V., Laprade, R. and Schwartz, J.L. (2012) Current models of the mode of 799 

action of Bacillus thuringiensis insecticidal crystal proteins: a critical review. 800 

Journal of Invertebrate Pathology, 111, 1–12. 801 

Van Valen, L. (1973) A New Evolutionary Law, Evolutionary Theory, 1, 1–30. 802 

Van der Weerden, N.L., Bleackley, M.R. and Anderson, M.A. (2013) Properties and 803 

mechanisms of action of naturally occurring antifungal peptides. Cellular and 804 

Molecular Life Sciences, 70, 3545–3570. 805 

Vallet-Gely, I., Lemaitre, B. and Boccard, F. (2008) Bacterial strategies to overcome 806 

insect defences. Nature Reviews Microbiology, 6, 302–313. 807 

Vass, E. and Nappi, A.J. (2001) Fruit fly immunity. BioEssays, 51, 529–535. 808 

Vertyporokh, L., Taszłow, P., Samorek-Pieróg, M. and Wojda, I. (2015) Short-term 809 

heat shock affects the course of immune response in Galleria mellonella naturally 810 

infected with the entomopathogenic fungus Beauveria bassiana. Journal of 811 

Invertebrate Pathology, 130, 42–51.  812 

Vilcinskas, A. and Wedde, M. (2002) Insects inhibitors of metalloproteinases. IUBMB 813 

Life, 54, 339–343. 814 

Vilcinskas, A. (2011) Anti-infective therapeutics from the Lepidopteran model host 815 

Galleria mellonella. Current Pharmaceutical Design, 17, 1240–1245. 816 

Vogel, H., Altincicek, B., Glöckner, G. and Vilcinskas, A. (2011) A comprehensive 817 

transcriptome and immune gene repertoire of the lepidopteran model host 818 

Galleria mellonella. BMC Genomics, 12, 308. 819 

Watson, F.L., Püttmann-Holgado, R., Thomas, F., Lamar, D.L., Hughes, M., Kondo, M.,  820 

Rebel, V.I., Schmucker, D. (2005) Extensive diversity of Ig-superfamily proteins in the 821 

immune system of insects. Science, 309, 1874–1878. 822 



 

38 

 

 
This article is protected by copyright. All rights reserved. 

 
 

Wedde, M., Weise, C., Kopacek, P., Franke, P. and Vilcinskas, A. (1998) Purification and 823 

characterization of an inducible metalloprotease inhibitor from the hemolymph of 824 

greater wax moth larvae, Galleria mellonella. European Journal of Biochemistry, 255, 825 

535–543. 826 



 

39 

 

 
This article is protected by copyright. All rights reserved. 

 
 

Wedde, M., Weise, C., Nuck, R., Altincicek, B. and Vilcinskas, A. (2007) The insect 827 

metalloproteinase inhibitor gene of the lepidopteran Galleria mellonella encodes 828 

two distinct inhibitors. Biological Chemistry, 388, 119–127. 829 

Whitten, M.M.A., Tew, I.F., Lee, B.L. and Ratcliffe, N.A. (2004) A novel role for an insect 830 

apolipoprotein (apolipophorin III) in β-1,3-glucan pattern recognition and cellular 831 

encapsulation reactions. Journal of Immunology, 172, 2177–2185. 832 

Wojda, I., Kowalski, P. and Jakubowicz, T. (2004) JNK MAP kinase is involved in the 833 

humoral immune response of the greater wax moth larvae Galleria mellonella. 834 

Archives of Insect Biochemistry and Physiology, 56, 143–154. 835 

Wojda, I. and Jakubowicz, T. (2007) Humoral immune response upon mild heat- 836 

shock conditions in Galleria mellonella larvae. Journal of Insect Physiology, 53, 837 

1134–1144. 838 

Wojda, I., Kowalski, P. and Jakubowicz, T. (2009) Humoral immune response of 839 

Galleria mellonella larvae after infection by Beauveria bassiana under optimal and 840 

heat-shock conditions. Journal of Insect Physiology, 55, 525–531. 841 

Wojda, I. and Taszłow, P. (2013) Heat shock affects host-pathogen interaction in 842 

Galleria mellonella infected with Bacillus thuringiensis. Journal of Insect Physiology, 843 

59, 894–905. 844 

Wu, G., Zhao, Z., Liu, C. and Qiu, L. (2014) Priming Galleria mellonella (Lepidoptera: 845 

Pyralidae) larvae with heat-killed bacterial cells induced an enhanced immune 846 

protection against Photorhabdus luminescens TT01 and the role of innate immunity 847 

in the process. Journal of Economic Entomology, 107, 559–569.  848 



 

40 

 

 
This article is protected by copyright. All rights reserved. 

 
 

Wu, G. and Yi, Y. (2015a) Effects of dietary heavy metals on the immune and 849 

antioxidant systems of Galleria mellonella larvae. Comparative Biochemistry and 850 

Physiology C Toxicology and  Pharmacology, 167, 131–139. 851 

Wu, G., Yi, Y., Lv, Y., Li, M., Wang, J. and Qiu, L. (2015b) The lipopolysaccharide (LPS) 852 

of Photorhabdus luminescens TT01 can elicit dose- and time-dependent immune 853 

priming in Galleria mellonella larvae. Journal of Invertebrate Pathology, 127, 63–72.  854 

Yamano, Y., Matsumoto, M., Inoue, K., Kawabata, T. and Morishima, I. (1994) Cloning 855 

of cDNAs for cecropins A and B, and expression of the genes in the silkworm, 856 

Bombyx mori. Bioscience, Biotechnology and Biochemistry, 58, 1476–1478. 857 

Yeung, A.T., Gellatly, S.L. and Hancock, R.E. (2011) Multifunctional cationic host 858 

defence peptides and their clinical applications. Cellular and Molecular Life 859 

Sciences, 68, 2161–2176. 860 

Yi, H.Y., Deng, X.J., Yang, W.Y., Zhou, C.Z., Cao, Y. and Yu, X.Q. (2013) Gloverins of the 861 

silkworm Bombyx mori: structural and binding properties and activities. Insect 862 

Biochemistry and Molecular Biology, 43, 612–625. 863 

Yi, H.Y., Chowdhury, M., Huang, Y.D. and Yu, X.Q. (2014) Insect antimicrobial peptides 864 

and their applications. Applied Microbiology and Biotechnology, 98, 5807–5822.  865 

Zdybicka-Barabas, A. and Cytryńska, M. (2011) Involvement of apolipophorin III in 866 

antibacterial defense of Galleria mellonella larvae. Comparative Biochemistry and 867 

Physiology, 158B, 90–98. 868 

Zdybicka-Barabas, A., Mak, P., Klys, A., Skrzypiec, K., Mendyk, E., Fiołka, M.J. and 869 

Cytryńska,  M. (2012) Synergistic action of Galleria mellonella anionic peptide 2 and 870 

lysozyme against Gram-negative bacteria. Biochimica et Biophysica Acta, 1818, 2623–871 

2635. 872 



 

41 

 

 
This article is protected by copyright. All rights reserved. 

 
 

Zdybicka-Barabas, A., Stączek, S., Mak, P., Skrzypiec, K., Mendyk, E. and Cytryńska, M. 873 

(2013) Synergistic action of Galleria mellonella apolipophorin III and lysozyme 874 

against Gram-negative bacteria. Biochimica et Biophysica Acta, 1828, 1449–1456. 875 

Zdybicka-Barabas, A., Palusińska-Szysz, M., Gruszecki, W.I., Mak, P. and Cytryńska, M. 876 

(2014) Galleria mellonella apolipophorin III – an apolipoprotein with anti-877 

Legionella pneumophila activity. Biochimica et Biophysica Acta, 1838, 2689–2697. 878 

Zdybicka-Barabas, A., Mak, P., Jakubowicz, T. and Cytryńska, M. (2014) Lysozyme and 879 

defense peptides as supressors of phenoloxidase activity in Galleria mellonella. 880 

Archives of Insect Biochemistry and Physiology, 87, 1–12. 881 

 882 

Accepted January 19, 2016 883 

884 



 

42 

 

 
This article is protected by copyright. All rights reserved. 

 
 

Legends to Figures 885 

886 



 

43 

 

 
This article is protected by copyright. All rights reserved. 

 
 

Table 1 Chosen Galleria mellonella immune-relevant proteins of identified mRNA. 887 

  Protein/ 

Accession number  

Description References 

Apolipoprotein III/ 

AJ006975.1 

Protein with multiple functions. Involved in 

lipid transport to flight muscles, meeting the 

high metabolic energy demands during flight. 

This protein of ca. 18 kDa is also reported to 

be involved in many aspects of immunity such 

as: acting as a Pathogen Recognition Receptor 

(PRR), stimulating the activity of defence 

peptides, and possessing antimicrobial activity 

itself .  

Niere et al., 

1999, 2001; 

Ryan & van 

der Horst, 

2000; 

Zdybicka-

Barabas & 

Cytryńska, 

2011 

Cecropin/ 

Sequence not 

deposited in the 

GenBank but 

published (see the 

third column) 

 

α-helical cationic antimicrobial peptide with 

molecular weight ca.4 kDa.  

Kim et al., 

2004  

Gallerimycin/ 

AF453824 

 

Antifungal peptide.  Not active against yeast 

and bacteria. 

Schuhmann et 

al., 2003 

Galiomicin/ 

AY528421 

 

 

Antifungal ca. 5-kDa peptide belonging to the 

defensin family.  

Lee et al., 

2004 

IMPI/  

AY330624.1 

The first inhibitor of metalloproteinases 

identified in insects. This protein of 8.6 kDa 

inhibits the activity of bacterial proteases 

secreted by invading microorganisms. 

digesting immune relevant polypeptides of the 

Clermont et 

al., 2004; 

Wedde et al., 

2007 
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host. 

Moricin-like 

peptides/ 

 EF564371.1 

 EF564370.1 

 EF564366.1 

 EF564365.1 

 EF564372.1 

 EF564369.1 

 EF564368.1 

 EF564367.1 

 

Defence peptides intriguingly restricted to 

Lepidoptera. First found in Bombyx mori. In 

Galleria mellonella, there are eight genes 

encoding seven different peptides (two mature 

transcripts are identical). They are particularly 

active against filamentous fungi but also, to a 

certain extent, against yeast and bacteria.  

Brown et al., 

2008 

Gloverine/ 

AF394588.1 

For Galleria mellonella, nothing but mRNA is 

known for this protein. First isolated from 

hemolymph of immunised Hyalophora 

gloveri. Homologous gloverin proteins or 

cDNA were isolated from Lepidopteran 

species. They are glycine-rich and heat-stable 

antibacterial proteins (∼14kDa) with activity 

against Escherichia coli, Gram-positive 

bacteria, fungi, and viruses. 

Axen et al., 

1997; 

Seitz et al., 

2003; 

Yi et al., 2013 

 

Hemolin / 

FJ609299.1 

Although insects do not possess antibodies, 

hemolin is a protein from the immunoglobulin 

superfamily. It is known to function in 

Lepidoptera as an opsonin.  

Shaik & 

Sehnal, 2009 

Proline-rich 

peptide-1/ 

FJ 494919.1 

The peptide with molecular weight ca. 4.3 kDa. 

Shown to possess antifungal activity. The gene 

was shown to be unique for moths. 

Brown et al., 

2009. 

Transferin/ 

AY364430.2 

Recently, transferin has been implicated in the 

innate immune response, as its expression is 

up-regulated following immune challenge. It 

reversibly binds iron, controlling its amount in 

Kelly & 

Kavanagh, 

2011;  Seitz et 

al., 2003 
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the hemolymph and creating an environment 

low in free iron, which impedes bacterial 

survival.  

27 kDa Galleria 

mellonella 

hemolymph 

protein / 

AJ575661 

This gene encodes an unknown protein. The 

sequence deposited in the GeneBank was 

found to be the same with the sequence 

encoding the 24 kDa protein described further 

(see third column). This protein was shown to 

be involved in the activation of 

prophenolooxidase cascade (PPO). 

 

Park et al., 

2005a 

Anionic peptide -2/ 

JQ862476.1 

 

Unlike most antimicrobial peptides, it is 

permanently present in the hemolymph of 

naive G. mellonella larvae. It acts 

synergistically against bacteria with lysozyme 

and apolipoprotein III. 

 

Cytryńska et 

al., 2007 

 

Peptidoglycan 

recognition-like 

proteins A and B 

respectively/  

AF394583 

AF394587 

On the basis on their similarity with others 

PGRPs, they may be involved in the process 

of infection recognition in Galleria 

mellonella. 

 

Seitz et al., 

2003 

Prophenoloxidase 

AF336289.1 

After activation by limited proteolysis, 

phenoloxidase converts tyrosine to 

dihydroxyphenylalanine, chinons and 

subsequently to melanin. Melanisation process 

occurs during would chilling, and as a part of 

cellular immune response. In unchallenged 

larvae the components of phenoloxidase 

activating system are kept in oenocytoides and 

are released after recognition of infection or 

after injury. 

Li et al., 2002 
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Prophenoloxidase 

activating factor-

like 

protein/AF394589 

Protein homologous to the prophenoloxidase 

activating factor in Tenebrio molitor. 

Prophenoloxidase is involved in the 

hemolymph melanisation process. 

Seitz et al., 

2003 

Anti-fungal 

protein/ 

DI105103.1 

An anti-fungal protein found to be useful for 

control of plant diseases caused by 

Trichoderma viride, Pyricularia grisea, 

Fusarium oxysporum, Candida albicans, 

Geotrichum candidum, and Cryptococcosis 

neoformans. 

A patent anti-fungal pharmaceutical 

composition comprises the anti-fungal protein 

isolated from the larvae of the wax moth 

Galleria mellonella. 

Park et al., 

2005b 

†Because in some cases submitted sequences are not published, the literature cited may 888 

concern only the source of other information given in the table.  889 
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Fig. 1 Simplified scheme presenting insect immunity. Insects are protected by 891 

anatomical and physiological barriers and by cellular and humoral reactions.  All 892 

defence elements are interconnected and mutually cross-regulated. Injury can 893 

cause activation of humoral and cellular mechanisms and vice versa, these 894 

reactions take part in wound healing. Hemocytes can be activated by humoral 895 

factors but they also secrete particles affecting humoral reactions. 896 

 897 

 898 
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Fig. 2 Galleria mellonella larvae of different developmental stages, taken from the 899 

culture reared on natural died of honeybee nest debris (A) and hemocytes seen 900 

under a confocal microscope (B). P–plasmatocyte, G–granulocyte, O–oenocytoid, 901 

S–spherulocyte.  902 

 903 

 904 
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Fig. 3 Simplified model demonstrating routes of G. mellonella infection by Bacillus 905 

thuringiensis (A) and Beauveria bassiana (B); 1–infection via wounded cuticle 906 

(may be used by opportunistic pathogens);  2–oral infection and 3–infection via 907 

intact cuticle, both requiring more specific virulence mechanisms. A. Bacillus 908 

thuringiensis spores and toxin-containing parasporal crystals are ingested by the 909 

larvae. In the gut, crystals are solubilised and proteolytically activated toxins bind 910 

to the inner membrane of the gut. After gut perforation, bacterial cells get access 911 

to the hemolymph, where they proliferate. Bacteria can also access the hemocel 912 

directly via injured cuticle. B. After binding of the fungal propagule to the cuticle, it 913 

forms an appressorium and grows across the cuticle forming a penetration peg 914 

(penetration hyphae). During this step, the fungus secretes enzymes digesting host 915 

tissues (a). In the hemolymph, Beauveria bassiana grows in the form of single cells 916 

(b). The body of dead, melanised animals is overgrown with fungal hyphae 917 

producing spores (c). Both pathogens can also get access via injured cuticle. 918 
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